SEQUENCE LISTING 
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<130> 


D0075 .NP 


<150> 
<151> 
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<150> 
<151> 
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2000-12-21 


<150> 
<151> 
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r!|<16 0> 


81 


i||<170> 


Patentin vers 


5 <210> 
^'<211> 
i!|c212> 
= ^^213> 

ill 


1 

1708 
DNA 

homo sapiens 


13 <220> 
f==^221> 
|=3c222> 


CDS 

(515) . . (1504) 


f5»;400> 


1 



::pccacgcgtc 


cggggagctt 


gcactaacat 


ctacaatggc 


ttctaaaaag 


cacagatgac 


60 


"ctgctacact 


tcctgacttg 


cttgctattg 


gttggcactg 


ttcataaata 


taatttgctc 


120 


tttcactttt 


ctttgaaatg 


agcaacctga 


attactcgga 


ggagaaaggc 


aggagagata 


180 


gaggcagcag 


aagccagggc 


agctgaaaga 


cagagacctt 


cagtctgaac 


caacaacaag 


240 


caaagttaaa 


ttatggatat 


ccaagggagt 


ctatagaagg 


tccatgcaag 


acattttgac 


300 


tacttgtctg 


aactagatat 


cccttgaatg 


tgcacacaaa 


aagtgaatgg 


gtcatttgat 


360 


aagggaaaac 


taggttccaa 


gatggctgaa 


taggaagagc 


tccagtctgc 


agatcccagt 


420 


gtgagcaacg 


tggaagatgg 


gtgatttctg 


catttccaac 


tgagcatgga 


gagaaaaatt 


480 


tatgtccttg 


caaccatcca 


tctccgtatc 


agaa atg gaa cca aat ggc acc ttc 
Met Glu Pro Asn Gly Thr Phe 


535 



1 5 

age aat aac aac age agg aac tgc aca att gaa aac ttc aag aga gaa 5 83 

Ser Asn Asn Asn Ser Arg Asn Cys Thr lie Glu Asn Phe Lys Arg Glu 
10 15 20 

ttt ttc cca att gta tat ctg ata ata ttt ttc tgg gga gtc ttg gga 631 



1 



Phe Phe Pro lie Val Tyr Leu lie lie Phe Phe Trp Gly Val Leu Gly 
25 30 35 



aat ggg ttg tec ata tat gtt ttc ctg cag cct tat aag aag tec aca 
Asn Gly Leu Ser lie Tyr Val Phe Leu Gin Pro Tyr Lys Lys Ser Thr 



tct gtg aac gtt ttc atg eta aat etg gcc att tea gat etc ctg ttc 
Ser Val Asn Val Phe Met Leu Asn Leu Ala lie Ser Asp Leu Leu Phe 



ata age aeg ett cee tte agg get gae tat tat ett aga gge tee aat 
lie Ser Thr Leu Pro Phe Arg Ala Asp Tyr Tyr Leu Arg Gly Ser Asn 



tgg ata ttt gga gae ctg gee tgc agg att atg tct tat tee ttg tat 
Trp lie Phe Gly Asp Leu Ala Cys Arg lie Met Ser Tyr Ser Leu Tyr 
f=\ 90 95 100 

"7i&tc aac atg tac age agt att tat ttc ctg ace gtg ctg agt gtt gtg 

'■jVal Asn Met Tyr Ser Ser He Tyr Phe Leu Thr Val Leu Ser Val Val 

Ul 105 110 115 

f|bgt ttc ctg gea atg gtt cac cec ttt egg ett ctg cat gtc ace age 

fll^rg Phe Leu Ala Met Val His Pro Phe Arg Leu Leu His Val Thr Ser 

yf20 125 130 135 

l.^^^ ^99 agt gee tgg ate etc tgt ggg ate ata tgg ate ett ate atg 
IJ^^ Trp He Leu Cys Gly He He Trp He Leu He Met 

iZ . 145 ■ ISO 

'f^^^ ^ta atg etc ctg gae agt ggc tet gag cag aac gge agt 

CIMa Ser Ser He Met Leu Leu Asp Ser Gly Ser Glu Gin Asn Gly Ser 
M 155 160 165 

gtc aca tea tgc tta gag ctg aat etc tat aaa att get aag etg cag 
Val Thr Ser Cys Leu Glu Leu Asn Leu Tyr Lys He Ala Lys Leu Gin 
170 175 180 

ace atg aac tat att gee ttg gtg gtg gge tgc ctg ctg cca ttt ttc 
Thr Met Asn Tyr He Ala Leu Val Val Gly Cys Leu Leu Pro Phe Phe 
185 190 195 

aca etc age ate tgt tat ctg etg ate att egg gtt ctg tta aaa gtg 
Thr Leu Ser He Cys Tyr Leu Leu He He Arg Val Leu Leu Lys Val 
200 205 210 215 

gag gtc cca gaa teg ggg ctg egg gtt tet cac agg aag gea ctg ace 
Glu Val Pro Glu Ser Gly Leu Arg Val Ser His Arg Lys Ala Leu Thr 
220 225 230 

ace ate ate ate ace ttg ate ate ttc ttc ttg tgt ttc ctg ccc tat 
Thr He He He Thr Leu He He Phe Phe Leu Cys Phe Leu Pro Tyr 
235 240 245 

cac aca ctg agg acc gtc eac ttg aeg aca tgg aaa gtg ggt. tta tge 
His Thr Leu Arg Thr Val His Leu Thr Thr Trp Lys Val Gly Leu Cys 



2 



250 



255 



260 



aaa gac aga ctg cat aaa get ttg gtt ate aca ctg gcc ttg gca gca 1351 
Lys Asp Arg Leu His Lys Ala Leu Val He Thr Leu Ala Leu Ala Ala 
265 270 275 

gcc aat gcc tgc ttc aat cct ctg etc tat tac ttt get ggg gag aat 1399 
Ala Asn Ala Cys Phe Asn Pro Leu Leu Tyr Tyr Phe Ala Gly Glu Asn 
280 285 290 295 

ttt aag gac aga eta aag tet gca etc aga aaa ggc cat cca eag aag 1447 
Phe Lys Asp Arg Leu Lys Ser Ala Leu Arg Lys Gly His Pro Gin Lys 
300 305 310 

gca aag aca aag tgt gtt ttc cct gtt agt gtg tgg ttg aga aag gaa 1495 
Ala Lys Thr Lys Cys Val Phe Pro Val Ser Val Trp Leu Arg Lys Glu 
315 320 325 

aca aga gta taaggagctc ttagatgaga cctgttcttg tatccttgtg 1544 
Thr Arg Val 

\ 

[i.itccatcttca ttcaetcata gtetecaaat gactttgtat ttacatcact cceaacaaat 1604 

gttgattctt aatatttagt tgaceattac ttttgttaat aagacctact tcaaaaattt 1664 

tattcagtgt aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaa 1708 

-<210> 2 

<211> 330 

' <212> PRT 

<213> homo sapiens 



Met Glu Pro Asn Gly Thr Phe Ser Asn Asn Asn Ser Arg Asn Cys Thr 
15 10 15 

He Glu Asn Phe Lys Arg Glu Phe Phe Pro He Val Tyr Leu He He 
20 25 30 

Phe Phe Trp Gly Val Leu Gly Asn Gly Leu Ser He Tyr Val Phe Leu 
35 40 45 

Gin Pro Tyr Lys Lys Ser Thr Ser Val Asn Val Phe Met Leu Asn Leu 
50 55 60 

Ala He Ser Asp Leu Leu Phe He Ser Thr Leu Pro Phe Arg Ala Asp 



Tyr Tyr Leu Arg Gly Ser Asn Trp He Phe Gly Asp Leu Ala Cys Arg 



lie Met Ser Tyr Ser Leu Tyr Val Asn Met Tyr Ser Ser lie Tyr Phe 
100 105 110 



Leu Thr Val Leu Ser Val Val Arg Phe Leu Ala Met Val His Pro Phe 
115 120 125 



Arg Leu Leu His Val Thr Ser lie Arg Ser Ala Trp lie Leu Cys Gly 
130 135 140 



lie lie Trp lie Leu lie Met Ala Ser Ser lie Met Leu Leu Asp Ser 
145 150 155 160 



"iGly Ser Glu Gin Asn Gly Ser Val Thr Ser Cys Leu Glu Leu Asn Leu 
165 170 175 



flllyr Lys lie Ala Lys Leu Gin Thr Met Asn Tyr lie Ala Leu Val Val 
180 185 190 



L.Gly Cys Leu Leu Pro Phe Phe Thr Leu Ser lie Cys Tyr Leu Leu lie 
195 200 205 



kle Arg Val Leu Leu Lys Val Glu Val Pro Glu Ser Gly Leu Arg Val 
210 215 220 



Ser His Arg Lys Ala Leu Thr Thr lie lie lie Thr Leu lie lie Phe 
225 230 235 240 



Phe Leu Cys Phe Leu Pro Tyr His Thr Leu Arg Thr Val His Leu Thr 
245 250 255 



Thr Trp Lys Val Gly Leu Cys Lys Asp Arg Leu His Lys Ala Leu Val 
260 265 270 



He Thr Leu Ala Leu Ala Ala Ala Asn Ala Cys Phe Asn Pro Leu Leu 
275 280 285 



Tyr Tyr Phe Ala Gly Glu Asn Phe Lys Asp Arg Leu Lys Ser Ala Leu 
290 295 300 



Arg Lys Gly His Pro Gin Lys Ala Lys Thr Lys Cys Val Phe Pro Val 
305 310 315 320 



4 



Ser Val Trp Leu Arg Lys Glu Thr Arg Val 
325 330 



<210> 3 

<211> 362 

<212> PRT 

<213> homo sapiens 

<400> 3 

Met Thr Glu Ala Leu lie Ser Ala Ala Leu Asn Gly Thr Gin Pro Glu 
1 5 10 15 

Leu Leu Ala Gly Gly Trp Ala Ala Gly Asn Ala Thr Thr Lys Cys Ser 
20 25 30 

:^?ijeu Thr Lys Thr Gly Phe Gin Phe Tyr Tyr Leu Pro Thr Val Tyr lie 
35 40 45 

y^hexi Val Phe lie Thr Gly Phe Leu Gly Asn Ser Val Ala lie Trp Met 
Sjj 50 55 60 

Val Phe His Met Arg Pro Trp Ser Gly lie Ser Val Tyr Met Phe 
If65 70 75 80 

LAsn Leu Ala Leu Ala Asp Phe Leu Tyr Val Leu Thr Leu Pro Ala Leu 
Li 85 90 95 

%.k 

}^le Phe Tyr Tyr Phe Asn Lys Thr Asp Trp lie Phe Gly Asp Val Met 
% 100 105 110 

i'-Cys Lys Leu Gin Arg Phe lie Phe His Val Asn Leu Tyr Gly Ser lie 
115 120 125 

Leu Phe Leu Thr Cys lie Ser Val His Arg Tyr Thr Gly Val Val His 
130 135 140 

Pro Leu Lys Ser Leu Gly Arg Leu Lys Lys Lys Asn Ala Val Tyr Val 
145 150 155 160 

Ser Ser Leu Val Trp Ala Leu Val Val Ala Val lie Ala Pro lie Leu 
165 170 175 

Phe Tyr Ser Gly Thr Gly Val Arg Arg Asn Lys Thr lie Thr Cys Tyr 
180 185 190 

Asp Thr Thr Ala Asp Glu Tyr Leu Arg Ser Tyr Phe Val Tyr Ser Met 
195 200 205 

Cys Thr Thr Val Phe Met Phe Cys lie Pro Phe lie Val lie Leu Gly 
210 215 220 

Cys Tyr Gly Leu lie Val Lys Ala Leu lie Tyr Lys Asp Leu Asp Asn 
225 230 235 240 



5 



Ser 



Pro Leu Arg Arg Lys Ser lie Tyr Leu Val lie lie Val Leu Thr 
245 250 255 



Val Phe Ala 


Val 
260 


Ser 


Tyr 


Leu 


Pro 


Phe 
265 


His Val Met Lys Thr 
270. 


Leu 


Leu Arg Ala 
275 


Arg 


Leu 


Asp 


Phe 


Gin 
280 


Thr 


Pro Gin Met Cys Ala 
285 


Phe 


Asp Lys Val 
290 


Tyr 


Ala 


Thr 


Tyr 
295 


Gin 


Val 


Thr Arg Gly Leu Ala 
300 


Ser 


Asn Ser Cys 
. 305 


Val 


Asp 


Pro 
310 


He 


Leu 


Tyr 


Phe Leu Ala Gly Asp 
315 


Thr 


Arg Arg Arg 


Leu 


Ser 
325 


Arg 


Ala 


Thr 


Arg 


Lys Ser Ser Arg Arg 
330 


Ser 
335 


"jPro Asn Val 


Gin 
340 


Ser 


Lys 


Ser 


Glu 


Glu 
345 


Met Thr Leu Asn He 
350 


Leu 


"^^'Glu Tyr Lys 
M 355 

ry 


Gin 


Asn 


Gly 


Asp 


Thr 
360 


Ser 


Leu 




if|j<210> 4 
|fk211> 362 
3 '<212> PRT 
g..i<213> homo 


sapiens 















Wket Thr Glu Ala 

a 

Leu Leu Ala Gly 
20 

Leu Thr Lys Thr 
35 

Leu Val Phe He 
50 

Phe Val Phe His 
65 

Asn Leu Ala Leu 



He Phe Tyr Tyr 
100 

Cys Lys Leu Gin 
115 

Leu Phe Leu Thr 



Leu He Ser Ala 
5 

Gly Trp Ala Ala 



Gly Phe Gin Phe 
40 

Thr Gly Phe Leu 
55 

Met Arg Pro Trp 
70 

Ala Asp Phe Leu 
85 

Phe Asn Lys Thr 



Arg Phe He Phe 
120 

Cys He Ser Val 



Ala Leu Asn Gly 
10 

Gly Asn Ala Ser 
25 

Tyr Tyr Leu Pro 



Gly Asn Ser Val 
60 

Ser Gly He Ser 
75 

Tyr Val Leu Thr 
90 

Asp Trp He Phe 
105 

His Val Asn Leu 



His Arg Tyr Thr 



Thr Gin Pro Glu 
15 

Thr Lys Cys Ser 
30 

Thr Val Tyr He 
45 

Ala He Trp Met 



Val Tyr Met Phe 
80 

Leu Pro Ala Leu 
95 

Gly Asp Val Met 
110 

Tyr Gly Ser He 
125 

Gly Val Val His 



6 



130 



135 



140 



Pro Leu Lys Ser Leu Gly Arg Leu Lys Lys Lys Asn Ala Val Tyr Val 
145 150 155 160 

Ser Ser Leu Val Trp Ala Leu Val Val Ala Val lie Ala Pro lie Leu 
165 170 175 

Phe Tyr Ser Gly Thr Gly Val Arg Arg Asn Lys Thr lie Thr Cys Tyr 
180 185 190 

Asp Thr Thr Ala Asp Glu Tyr Leu Arg Ser Tyr Phe Val Tyr Ser Met 
195 200 205 

Cys Thr Thr Val Phe Met Phe Cys lie Pro Phe He Val He Leu Gly 
210 215 220 

Cys Tyr Gly Leu He Val Lys Ala Leu lie Tyr Lys Asp Leu Asp Asn 
225 230 235 240 

5i£Ser Pro Leu Arg Arg Lys Ser He Tyr Leu Val He He Val Leu Thr 
245 250 255 

i^Val Phe Ala Val Ser Tyr Leu Pro Phe His Val Met Lys Thr Leu Asn 
?n 260 265 270 

fij 

:;!peu Arg Ala Arg Leu Asp Phe Gin Thr Pro Gin Met Cys Ala Phe Asn 
W1 275 280 285 

i=^sp Lys Val Tyr Ala Thr Tyr Gin Val Thr Arg Gly Leu Ala Ser Leu 
M 290 295 300 

i&n Ser Cys Val Asp Pro He Leu Tyr Phe Leu Ala Gly Asp Thr Phe 

3p5 310 315 320 

Arg Arg Arg Leu Ser Arg Ala Thr Arg Lys Ser Ser Arg Arg Ser Glu 
325 330 335 

Pro Asn Val Gin Ser Lys Ser Glu Glu Met Thr Leu Asn He Leu Thr 
340 345 350 

Glu Tyr Lys Gin Asn Gly Asp Thr Ser Leu 
355 360 

<210> 5 

<211> 373 

<212> PRT 

<213> homo sapiens 

<400> 5 

Met Thr Glu Val Pro Trp Ser Ala Val Pro Asn Gly Thr Asp Ala Ala 
15 10 15 

Phe Leu Ala Gly Leu Gly Ser Leu Trp Gly Asn Ser Thr He Ala Ser 



7 



Thr Ala Ala Val Ser Ser Ser Phe Arg Cys Ala Leu lie Lys Thr Gly 
35 40 45 



Phe Gin Phe Tyr Tyr Leu Pro Ala Val Tyr lie Leu Val Phe. lie lie 
50 55 60 

Gly Phe Leu Gly Asn Ser Val Ala lie Trp Met Phe Val Phe His Met 



Lys Pro Trp Ser Gly He Ser Val Tyr Met Phe Asn Leu Ala Leu Ala 
85 90 95 

Asp Phe Leu Tyr Val Leu Thr Leu Pro Ala Leu He Phe Tyr Tyr Phe 
100 105 110 

Asn Lys Thr Asp Trp He Phe Gly Asp Val Met Cys Lys Leu Gin Arg 
115 120 125 

_Phe He Phe His Val Asn Leu Tyr Gly Ser He Leu Phe Leu Thr Cys 
O 130 135 140 

\Cile Ser Ala His Arg Tyr Ser Gly Val Val Tyr Pro Leu Lys Ser Leu 

^45 150 155 160 

rgly Arg Leu Lys Lys Lys Asn Ala He Tyr Val Ser Val Leu Val Trp 
J=y 165 170 175 

■°L'eu He Val Val Val Ala He Ser Pro He Leu Phe Tyr Ser Gly Thr 
180 185 190 

f#ly He Arg Lys Asn Lys Thr Val Thr Cys Tyr Asp Ser Thr Ser Asp 
M 195 200 205 

gl-u Tyr Leu Arg Ser Tyr Phe He Tyr Ser Met Cys Thr Thr Val Ala 
M 210 215 220 

Met Phe Cys He Pro Leu Val Leu He Leu Gly Cys Tyr Gly Leu He 
225 230 235 240 

Val Arg Ala Leu He Tyr Lys Asp Leu Asp Asn Ser Pro Leu Arg Arg 
245 250 255 

Lys Ser He Tyr Leu Val He He Val Leu Thr Val Phe Ala Val Ser 
250 265 270 

Tyr He Pro Phe His Val Met Lys Thr Met Asn Leu Arg Ala Arg Leu 
275 280 285 

Asp Phe Gin Thr Pro Glu Met Cys Asp Phe Asn Asp Arg Val Tyr Ala 
290 295 300 

Thr Tyr Gin Val Thr Arg Gly Leu Ala Ser Leu Asn Ser Cys Val Asp 
305 310 315 320 



Pro He Leu Tyr Phe Leu Ala Gly Asp Thr Phe Arg Arg Arg Leu Ser 
325 330 335 



Arg Ala Thr Arg Lys Ala Ser Arg Arg Ser Glu Ala Asn Leu Gin Ser 
340 345 350 

Lys Ser Glu Glu Met Thr Leu Asn lie Leu Ser Glu Phe Lys Gin Asn 
355 360 365 

Gly Asp Thr Ser Leu 
370 

<210> 6 

<211> 337 

<212> PRT 

<213> homo sapiens 

' <400> 6 

Met Asp Glu Thr Gly Asn Leu Thr Val Ser Ser Ala Thr Cys His Asp 
15 10 15 

i.fl'hr lie Asp Asp Phe Arg Asn Gin Val Tyr Ser Thr Leu Tyr Ser Met 
20 25 30 

;4le Ser Val Val Gly Phe Phe Gly Asn Gly Phe Val Leu Tyr Val Leu 
*ii 35 40 45 

fllle Lys Thr Tyr His Lys Lys Ser Ala Phe Gin Val Tyr Met lie Asn 



ILeu Ala Val Ala Asp Leu Leu Cys Val Cys Thr Leu Pro Leu Arg Val 
I&5 70 75 80 

i.)|al Tyr Tyr Val His Lys Gly lie Trp Leu Phe Gly Asp Phe Leu Cys 



SSrg Leu Ser Thr Tyr Ala Leu Tyr Val Asn Leu Tyr Cys Ser lie Phe 
100 105 110 

Phe Met Thr Ala Met Ser Phe Phe Arg Cys He Ala He Val Phe Pro 
115 120 125 

Val Gin Asn lie Asn Leu Val Thr Gin Lys Lys Ala Arg Phe Val Cys 
130 135 140 

Val Gly He Trp He Phe Val He Leu Thr Ser Ser Pro Phe Leu Met 
145 150 155 160 

Ala Lys Pro Gin Lys Asp Glu Lys Asn Asn Thr Lys Cys Phe Glu Pro 
165 170 175 

Pro Gin Asp Asn Gin Thr Lys Asn His Val Leu Val Leu His Tyr Val 
180 185 190 

Ser Leu Phe Val Gly Phe He He Pro Phe Val He He He Val Cys 
195 200 205 

Tyr Thr Met He He Leu Thr Leu Leu Lys Lys Ser Met Lys Lys Asn 
210 215 220 



9 



Leu Ser Ser His Lys Lys Ala He Gly Met He Met Val Val Thr Ala 
225 230 235 240 

Ala Phe Leu Val Ser Phe Met Pro Tyr His He Gin Arg Thr He His 
245 250 255 

Leu His Phe Leu His Asn Glu Thr Lys Pro Cys Asp Ser Val Leu Arg 
260 265 270 

Met Gin Lys Ser Val Val He Thr Leu Ser Leu Ala Ala Ser Asn Cys 
275 280 285 

Cys Phe Asp Pro Leu Leu Tyr Phe Phe Ser Gly Gly Asn Phe Arg Lys 
290 295 300 

Arg Leu Ser Thr Phe Arg Lys His Ser Leu Ser Ser Val Thr Tyr Val 
305 310 315 320 

a 

Pro Arg Lys Lys Ala Ser Leu Pro Glu Lys Gly Glu Glu He Cys Lys 
J 325 330 335 



m 



<210> 7 

211> 308 

^ <212> PRT 

<213> homo sapiens 

M <400> 7 

-;;| Met Val Ser Ser Asn Cys Ser Thr Glu Asp Ser Phe Lys Tyr Thr Leu 
C 15 10 15 

Tyr Gly Cys Val Phe Ser Met Val Phe Val Leu Gly Leu He Ala Asn 
20 25 30 

Cys Val Ala He Tyr He Phe Thr Phe Thr Leu Lys Val Arg Asn Glu 



Thr Thr Thr Tyr Met Leu Asn Leu Ala He Ser Asp Leu Leu Phe Val 
50 55 60 

Phe Thr Leu Pro Phe Arg He Tyr Tyr Phe Val Val Arg Asn Trp Pro 
65 70 75 80 

Phe Gly Asp Val Leu Cys Lys He Ser Val Thr Leu Phe Tyr Thr Asn 



Met Tyr Gly Ser He Leu Phe Leu Thr Cys He Ser Val Asp' Arg Phe 
100 105 110 

Leu Ala He Val His Pro Phe Arg Ser Lys Thr Leu Arg Thr Lys Arg 
115 120 125 

Asn Ala Arg He Val Cys Val Ala Val Trp He Thr Val Leu Ala Gly 



10 



130 



135 



14 0 



Ser Thr Pro Ala Ser Phe Phe Gin Ser Thr Asn Arg Gin Asn Asn Thr 
145 150 155 160 

Glu Gin Arg Thr Cys Phe Glu Asn Phe Pro Glu Ser Thr Trp Lys Thr 
165 170 175 

Tyr Leu Ser Arg He Val He Phe He Glu He Val Gly Phe Phe He 
180 185 190 

Pro Leu He Leu Asn Val Thr Cys Ser Thr Met Val Leu Arg Thr Leu 
195 200 205 

Asn Lys Pro Leu Thr Leu Ser Arg Asn Lys Leu Ser Lys Lys Lys Val 
210 215 220 

,-=^Leu Lys Met He Phe Val His Leu Val He Phe Cys Phe Cys Phe Val 
"":^225 230 235 240 

'r^Pro Tyr Asn He Thr Leu He Leu Tyr Ser Leu Met Arg Thr Gin Thr 
245 250 255 



-'UTrp He Asn Cys Ser Val Val Thr Ala Val Arg Thr Met Tyr Pro Val 
ni 260 265 270 

= Thr Leu Cys He Ala Val Ser Asn Cys Cys Phe Asp Pro He Val Tyr 
275 280 , 285 

= _'Tyr Phe Thr Ser Asp Thr Asn Ser Glu Leu Asp Lys Lys Gin Gin Val 
ill 290 295 300 

'■•■i His Gin Asn Thr 
H 305 

<210> 8 

<211> 339 

<212> PRT 

<213> homo sapiens 

<400> 8 

Met Asn Gly Leu Glu Val Ala Pro Pro Gly Leu He Thr Asn Phe Ser 
15 10 15 

Leu Ala Thr Ala Glu Gin Cys Gly Gin Glu Thr Pro Leu Glu Asn Met 
20 25 30 

Leu Phe Ala Ser Phe Tyr Leu Leu Asp Phe He Leu Ala Leu Val Gly 
35 40 45 

Asn Thr Leu Ala Leu Trp Leu Phe He Arg Asp His Lys Ser Gly Thr 



Pro Ala Ash Val Phe Leu Met His Leu Ala Val Ala Asp Leu Ser Cys 
65 70 75 80 



11 



# 



Val Leu Val Leu Pro Thr Arg Leu Val Tyr His Phe Ser Gly Asn His 



Trp Pro Phe Gly Glu lie Ala Cys Arg Leu Thr Gly Phe Leu Phe Tyr 
100 105 110 

Leu Asn Met Tyr Ala Ser lie Tyr Phe Leu Thr Cys lie Ser Ala Asp 
115 120 125 

Arg Phe Leu Ala lie Val His Pro Val Lys Ser Leu Lys Leu Arg Arg 
130 135 140 

Pro Leu Tyr Ala His Leu Ala Cys Ala Phe Leu Trp Val Val Val Ala 
'145 150 155 160 

Val Ala Met Ala Pro Leu Leu Val Ser Pro Gin Thr Val Gin Thr Asn 
165 170 175 

!<=fHis Thr Val Val Cys Leu Gin Leu Tyr Arg Glu Lys Ala Ser His His 
180 185 190 

ipAla Leu Val Ser Leu Ala Val Ala Phe Thr Phe Pro Phe lie Thr Thr 
hi 195 200 205 

rii 

fljVal Thr Cys Tyr Leu Leu lie lie Arg Ser Leu Arg Gin Gly Leu Arg 
Jji 210 215 220 

: Val Glu Lys Arg Leu Lys Thr Lys Ala Val Arg Met He Ala He Val 
f"225 230 235 240 

h'Leu Ala lie Phe Leu Val Cys Phe Val Pro Tyr His Val Asn Arg Ser 
CP 245 250 255 

III 

I.^Val Tyr Val Leu His Tyr Arg Ser His Gly Ala Ser Cys Ala Thr Gin 
260 265 270 

Arg He Leu Ala Leu Ala Asn Arg He Thr Ser Cys Leu Thr Ser Leu 
275 280 285 

Asn Gly Ala Leu Asp Pro He Met Tyr Phe Phe Val Ala Glu Lys Phe 
290 295 300 

Arg His Ala Leu Cys Asn Leu Leu Cys Gly Lys Arg Leu Lys Gly Pro 
305 310 315 320 

Pro Pro Ser Phe Glu Gly Lys Thr Asn Glu Ser Ser Leu Ser Ala Lys 
325 330 335 

Ser Glu Leu 



<210> 9 

<211> 80 

<212> DNA 

<213> homo sapiens 

<400> 9 



12 



ttgggaaatg ggttgtccat atatgttttc ctgcagcctt ataagaagtc cacatctgtg 
aacgttttca tgctaaatct 



60 
80 



<210> 10 

<211> 20 

<212> DNA 

<213> homo sapiens 



<400> 10 

ggccatttca gatctcctgt 



<210> 11 

<211> 20 

<212> DNA 

<213> homo sapiens 

-i.j<400> 11 

inf^ctgaagggaa gcgtgcttat 

\b 

;.-".<210> 12 

"...>211> 25 

''^J<212> PRT 

'»*'<213> homo sapiens 

■■ =<400> 12 

-.-.Phe Phe Pro He Val Tyr Leu He He Phe Phe Trp Gly Val Leu Gly 
tm 5 10 15 

"'Asn Gly Leu Ser He Tyr Val Phe Leu 
20 25 

<210> 13 

<211> 25 

<212> PRT 

<213> homo sapiens 

<400> 13 

Val Phe Met Leu Asn Leu Ala He Ser Asp Leu Leu Phe He Ser Thr 



Leu Pro Phe Arg Ala Asp Tyr Tyr Leu 



<210> 14 

<211> 22 

<212> PRT 

<213> homo sapiens 



<400> 14 

Val Asn Met Tyr Ser Ser He Tyr Phe Leu Thr Val Leu Ser Val Val 



13 



Arg Phe Leu Ala Met Val 
20 

<210> 15 

<211> 20 

<212> PRT 

<213> homo sapiens 

<400> 15 

Ala Trp lie Leu Cys Gly lie lie Trp lie Leu lie Met Ala Ser Ser 
15 10 15 

lie Met Leu Leu 
20 

r|<210> 16 
'°'*<211> 19 

'<212> PRT 

<213> homo sapiens 

. <400> 16 

;ile Ala Leu Val Val Gly Cys Leu Leu Pro Phe Phe Thr Leu Ser lie 
15 10 15 

Cys Tyr Leu 

<210> 17 

<211> 22 

■<212> PRT 

•'<213> homo sapiens 

<400> 17 

Ala Leu Thr Thr He He He Thr Leu He He Phe Phe Leu Cys Phe 
15 10 15 

Leu Pro Tyr His Thr Leu 
20 

<210> 18 

<211> 23 

<212> PRT 

<213> homo sapiens 

<400> 18 

Ala Leu Val lie Thr Leu Ala Leu Ala Ala Ala Asn. Ala Cys Phe Asn 
1 5 10 ' 15 

Pro Leu Leu Tyr Tyr Phe Ala 



14 



<210> 19 

<211> 13 

<212> PRT 

<213> homo sapiens 

<400> 19 

Leu Leu His Val Thr Ser lie Arg Ser Ala Trp lie Leu 
15 10 

<210> 20 

<211> 13 

<212> PRT 

<213> homo sapiens 

<400> 20 

Ser Gly Leu Arg Val Ser His Arg Lys Ala Leu Thr Thr 



^f*;210> 21 

;|f2ii> 13 

j^'<:212> PRT 

fj<:213> homo sapiens 

fy:400> 21 

sPhe Leu Pro Tyr His Thr Leu Arg Thr Val His Leu Thr 

1=1 5 10 



l<210> 22 
;J<211> 13 

H21: 



PRT 

homo sapiens 



<400> 22 

Thr Val His Leu Thr Thr Trp Lys Val Gly Leu Cys Lys 
15 10 

<210> 23 

<211> 12 

<212> PRT 

<213> homo sapiens 

<400> 23 

Met Glu Pro Asn Gly Thr Phe Ser Asn Asn Asn Ser 



<210> 24 

<211> 14 

<212> PRT 

<213> homo sapiens 



<400> 24 



15 




Gly Thr Phe Ser Asn Asn Asn Ser Arg Asn Cys Thr lie Glu 
15 10 

<210> 25 

<211> 14 

<212> PRT 

<213> homo sapiens 

<400> 25 

Asn Asn Asn Ser Arg Asn Cys Thr lie Glu Asn Phe Lys Arg 
15 10 

<210> 26 

<211> 14 

<212> PRT 

<213> homo sapiens 

?=i<400> 26 

'^riser Gly Ser Glu Gin Asn Gly Ser Val Thr Ser Cys Leu Glu 

^ijl 5 ~ 10 

='"<210> 27 

i"U<211> 733 

fy<212> DNA 

fJ1<213> homo sapiens 

i,,L<400> 27 



i^'^ggatccgga 


gcccaaatct 


tctgacaaaa 


ctcacacatg 


cccaccgtgc 


ccagcacctg 


60 


Ij^^attcgaggg 


tgcaccgtca 


gtcttcctct 


tccccccaaa 


acccaaggac 


accctcatga 


120 


|i=fcctcccggac 


tcctgaggtc 


acatgcgtgg 


tggtggacgt 


aagccacgaa 


gaccctgagg 


180 


tcaagttcaa 


ctggtacgtg 


gacggcgtgg 


aggtgcataa 


tgccaagaca 


aagccgcggg 


240 


aggagcagta 


caacagcacg 


taccgtgtgg 


tcagcgtcct 


caccgtcctg 


caccaggact 


300 


ggctgaatgg 


caaggagtac 


aagtgcaagg 


tctccaacaa 


agccctccca 


acccccatcg ■ 


360 


agaaaaccat 


ctccaaagcc 


aaagggcagc 


cccgagaacc 


acaggtgtac 


accctgcccc 


420 


catcccggga 


tgagctgacc 


aagaaccagg 


tcagcctgac 


ctgcctggtc 


aaaggcttct 


480 


atccaagcga 


catcgccgtg 


gagtgggaga 


gcaatgggca 


gccggagaac 


aactacaaga 


540 


ccacgcctcc 


cgtgctggac 


tccgacggct 


ccttcttcct 


ctacagcaag 


ctcaccgtgg 


600 


acaagagcag 


gtggcagcag 


gggaacgtct 


tctcatgctc 


cgtgatgcat 


gaggctctgc 


660 


acaaccacta 


cacgcagaag 


agcctctccc 


tgtctccggg 


taaatgagtg 


cgacggccgc 


720 


gactctagag 


gat 










733 



<210> 28 



16 



<211> 8 
<212> PRT 

<213> bacteriophage T7 



Asp Tyr Lys Asp Asp Asp Asp Lys 



<210> 29 

<211> 1041 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (1038) 

<400> 29 

atg gag aga aaa ttt atg tec ttg caa cca tec ate tec gta tea gaa 
Met Glu Arg Lys Phe Met Ser Leu Gin Pro Ser lie Ser Val Ser Glu 



atg gaa cea aat ggc ace ttc age aat aac aac age agg aac tge aca 
Met Glu Pro Asn Gly Thr Phe Ser Asn Asn Asn Ser Arg Asn Cys Thr 



att gaa aac ttc aag aga gaa ttt tte cca att gta tat ctg ata ata 
lie Glu Asn Phe Lys Arg Glu Phe Phe Pro lie Val Tyr Leu lie lie 



ttt ttc tgg gga gtc ttg gga aat ggg ttg tec ata tat gtt ttc ctg 
Phe Phe Trp Gly Val Leu Gly Asn Gly Leu Ser lie Tyr Val Phe Leu 



cag cct tat aag aag tec aca tct gtg aac gtt ttc atg eta aat ctg 
Gin Pro Tyr Lys Lys Ser Thr Ser Val Asn Val Phe Met Leu Asn Leu 



gee att tea gat etc ctg ttc ata age acg ctt cec ttc agg get gae 
Ala lie Ser Asp Leu Leu Phe lie Ser Thr Leu Pro Phe Arg Ala Asp 



tat tat ctt aga ggc tec aat tgg ata ttt gga gae ctg gee tge agg 
Tyr Tyr Leu Arg Gly Ser Asn Trp lie Phe Gly Asp Leu Ala Cys Arg 
100 105 110 

att atg tct tat tec ttg tat gte aac atg tac age agt att tat ttc 
lie Met Ser Tyr Ser Leu Tyr Val Asn Met Tyr Ser Ser lie Tyr Phe 
115 120 125 

ctg ace gtg ctg agt gtt gtg egt tte ctg gca atg gtt cac cec ttt 
Leu Thr Val Leu Ser Val Val Arg Phe Leu Ala Met Val His Pro Phe 
130 135 140 

egg ctt ctg eat gte acc age ate agg agt gee tgg ate etc tgt ggg 
Arg Leu Leu His Val Thr Ser lie Arg Ser Ala Trp lie Leu Cys Gly 



17 



ate ata tgg ate ctt ate atg get tee tea ata atg etc ctg gae agt 
lie lie Trp lie Leu lie Met Ala Ser Ser lie Met Leu Leu Asp Ser 
165 170 175 

gge tct gag cag aac ggc agt gte aea tea tgc tta gag etg aat cte 
Gly Ser Glu Gin Asn Gly Ser Val Thr Ser Cys Leu Glu Leu Asn Leu 
180 185 190 

tat aaa att get aag ctg cag acc atg aac tat att gee ttg gtg gtg 
Tyr Lys lie Ala Lys Leu Gin Thr Met Asn Tyr lie Ala Leu Val Val 
195 200 205 

ggc tgc ctg etg eca ttt ttc aea cte age ate tgt tat etg etg ate 
Gly Cys Leu Leu Pro Phe Phe Thr Leu Ser lie Cys Tyr Leu Leu lie 
210 215 220 

^--.^ att egg gtt etg tta aaa gtg gag gte eca gaa teg ggg etg egg gtt 
'""i: lie Arg Val Leu Leu Lys Val Glu Val Pro Glu Ser Gly Leu Arg Val 
'=^225 230 235 240 

^iOtet cae agg aag gea ctg ace acc ate ate ate ace ttg ate ate ttc 
l=iSer His Arg Lys Ala Leu Thr Thr He He He Thr Leu He He Phe 
fll 245 250 255 

rii 

i||tte ttg tgt ttc etg ccc tat cac aea ctg agg acc gte cae ttg aeg 

Phe Leu Cys Phe Leu Pro Tyr His Thr Leu Arg Thr Val His Leu Thr 

f^, 260 265 270 

T'aca tgg aaa gtg ggt tta tgc aaa gae aga ctg cat aaa get ttg gtt 
'l^Yir Trp Lys Val Gly Leu Cys Lys Asp Arg Leu His Lys Ala Leu Val 
y'i 275 280 285 

s:i 

|;atc aca ctg gee ttg gca gca gcc aat gcc tgc ttc aat cct ctg etc 

He Thr Leu Ala Leu Ala Ala Ala Asn Ala Cys Phe Asn Pro Leu Leu 
290 295 300 

tat tac ttt get ggg gag aat ttt aag gae aga eta aag tct gca etc 
Tyr Tyr Phe Ala Gly Glu Asn Phe Lys Asp Arg Leu Lys Ser Ala Leu 
305 310 315 320 

aga aaa ggc cat eca cag aag gca aag aca aag tgt gtt ttc cet gtt 
Arg Lys Gly His Pro Gin Lys Ala Lys Thr Lys Cys Val Phe Pro Val 
325 330 335 

agt gtg tgg ttg aga aag gaa aca aga gta taa 
Ser Val Trp Leu Arg Lys Glu Thr Arg Val 
340 345 



<210> 30 

<211> 346 

<212> PRT 

<213> Homo sapiens 

<400> 30 
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Met Glu Arg Lys Phe Met Ser Leu Gin Pro Ser He Ser Val Ser Glu 
^ 10 15 

Met Glu Pro Asn Gly Thr Phe Ser Asn Asn Asn Ser Arg Asn Cys Thr 
^° 25 30 

He Glu Asn Phe Lys Arg Glu Phe Phe Pro He Val Tyr Leu He He 
35 40 45 

Phe Phe Trp Gly Val Leu Gly Asn Gly Leu Ser He Tyr Val Phe Leu 
55 60 

Gin Pro Tyr Lys Lys Ser Thr Ser Val Asn Val Phe Met Leu Asn Leu 
^° 75 80 

JjAla He Ser Asp Leu Leu Phe He Ser Thr Leu Pro Phe Arg Ala Asp 

■:: 90 95 

= Fyr Tyr Leu Arg Gly Ser Asn Trp He Phe Gly Asp Leu Ala Cys Arg 
M 100 105 110 

j;ile Met ser Tyr Ser Leu Tyr Val Asn Met Tyr Ser Ser He Tyr Phe 
M ^20 125 

m 

j;:|eu Thr Val Leu Ser Val Val Arg Phe Leu Ala Met Val Hi 



,„.65 



His Pro Phe 



Arg Leu Leu His Val Thr Ser He Arg Ser Ala Trp He Leu Cys Gly 



He He Trp He Leu He Met Ala Ser Ser He Met Leu Leu Asp Ser 
165 170 175 

Gly ser Glu Gin Asn Gly Ser Val Thr Ser Cys Leu Glu Leu Asn Leu 
180 185 190 

Tyr Lys He Ala Lys Leu Gin Thr Met Asn Tyr He Ala Leu Val Val 
195 200 205 

Gly Cys Leu Leu Pro Phe Phe Thr Leu Ser He Cys Tyr Leu Leu He 
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lie Arg Val Leu Leu Lys Val Glu Val Pro Glu Ser Gly Leu Arg Val 
225 230 235 240 



Ser His Arg Lys Ala Leu Thr Thr lie lie lie Thr Leu lie lie Phe 
245 250 255 



Phe Leu Cys Phe Leu Pro Tyr His Thr Leu Arg Thr Val His Leu Thr 
260 265 270 



Thr Trp Lys Val Gly Leu Cys Lys Asp Arg Leu His Lys Ala Leu Val 
275 280 285 



lie Thr Leu Ala Leu Ala Ala Ala Asn Ala Cys Phe Asn Pro Leu Leu 
290 295 300 



^iCTyr Tyr Phe Ala Gly Glu Asn Phe Lys Asp Arg Leu Lys Ser- Ala Leu 
iCbOS 310 315 320 



?l|Vrg Lys Gly His Pro Gin Lys Ala Lys Thr Lys Cys Val Phe Pro Val 
5=:'l 325 330 335 



"Ser Val Trp Leu Arg Lys Glu Thr Arg Val 

ih^ 340 345 



fM210> 31 

f'>i211> 25 

l<212> PRT 

''<213> Homo sapiens 



<400> 31 

Phe Phe Pro lie Val Tyr Leu He He Phe Phe Trp Gly Val Leu Gly 
15 10 15 

Asn Gly Leu Ser He Tyr Val Phe Leu 



<210> 32 

<211> 25 

<212> PRT 

<213> Homo sapiens 

<400> 32 

Val Phe Met Leu Asn Leu Ala He Ser Asp Leu Leu Phe He Ser Thr 
15 10 15 



Leu Pro Phe Arg Ala Asp Tyr Tyr Leu 



20 



<210> 33 

<211> 22 

<212> PRT 

<213> Homo sapiens 

<400> 33 

Val Asn Met Tyr Ser Ser lie Tyr Phe Leu Thr Val Leu Ser Val Val 
15 10 15 

Arg Phe Leu Ala Met Val 
20 

<210> 34 

<211> 20 

<212> PRT 

<213> Homo sapiens 

Cl<400> 34 

-,";"] 

■JKla Trp lie Leu Cys Gly lie lie Trp lie Leu lie Met Ala Ser Ser 
JjL 5 10 15 

i'lJle Met Leu Leu 

rij 2° 

^l210> 35 

■^<211> 28 

H2X2> PRT 

I<f213> Homo sapiens 

|f400> 35 

ale Ala Lys Leu Gin Thr Met Asn Tyr He Ala Leu Val Val Gly Cys 
T 5 10 15 

Leu Leu Pro Phe Phe Thr Leu Ser He Cys Tyr Leu 
20 25 

<210> 36 

<211> 22 

<212> PRT 

<213> Homo sapiens 

<400> 36 

Ala Leu Thr Thr He He He Thr Leu lie He Phe Phe Leu Cys Phe 



Leu Pro Tyr His Thr Leu 
20 

<210> 37 

<211> 23 

<212> PRT 

<213> Homo sapiens 
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<400> 37 

Ala Leu Val lie Thr Leu Ala Leu Ala Ala Ala Asn Ala Cys Phe Asn 
15 10 15 

Pro Leu Leu Tyr Tyr Phe Ala 
20 

<210> 38 

<211> 13 

<212> PRT 

<213> Homo sapiens 

<400> 38 

Leu Leu His Val Thr Ser lie Arg Ser Ala Trp lie Leu 
1 5 10 

,i=|<210> 39 

%211> 13 

^J{c212> PRT 

f'"<213> Homo sapiens 

Ri:400> 39 

m 

iifer Gly Leu Arg Val Ser His Arg Lys Ala Leu Thr Thr 
3I 5 10 

J,<210> 40 

Q211> 13 

tf212> PRT 

Jj;213> Homo sapiens 

|ief400> 40 

Phe Leu Pro Tyr His Thr Leu Arg Thr Val His Leu Thr 
15 10 

<210> 41 

<211> 13 

<212> PRT 

<213> Homo sapiens 

<400> 41 

Thr Val His Leu Thr Thr Trp Lys Val Gly Leu Cys Lys 
15 10 

<210> 42 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 42 

Ser Glu Met Glu Pro Asn Gly Thr Phe Ser Asn Asn Asn Ser 
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<210> 43 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 43 

Gly Thr Phe Ser Asn Asn Asn Ser Arg Asii Cys Thr lie Glu 
15 10 

<210> 44 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 44 

'i'^Asn Asn Asn Ser Arg Asn Cys Thr lie Glu Asn Phe Lys Arg 

'>rL 5 10 

^,fi210> 45 

l=s<211> 14 

f|4212> PRT 

fi5213> Homo sapiens 

^<400> 45 

iter Gly Ser Glu Gin Asn Gly Ser Val Thr Ser Cys Leu Glu 



rp210> 46 

?«pil> 38 

1^12> DNA 

'<213> Homo sapiens 

<400> 45 

gcagcagcgg ccgcgaattt ttcccaattg tatatctg 



<210> 47 

<211> 37 

<212> DNA 

<213> Homo sapiens 

<400> 47 

gcagcagtcg acttatactc ttgtttcctt tctcaac 



<210> 48 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 48 

gcagcagcgg ccgcatggaa ccaaatggca ccttcagc 
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<212> DNA 

<213> Homo sapiens 

<400> 49 

gcagcagtcg accccagcaa agtaatagag cagagg 



<210> 50 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 50 

gcagcagcgg ccgcgaattt ttcccaattg tatatctg 

.<»210> 51 

,f^ll> 37 

g^l2> DNA 

k213> Homo sapiens 

III 

S.4oo> 51 

yiagcagtcg actactcttg tttcctttct caaccac 



k210> 52 

f211> 39 

i^l2> DNA 

|2,13> Homo sapiens 

It00> 52 

gcagcagcgg ccgcatggag agaaaattta tgtccttgc 



<210> 53 

<211> 36 

<212> DNA 

<213> Homo sapiens 

<400> 53 

gcagcagtcg accccagcaa agtaatagag cagagg 



<210> 54 

<211> 1026 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (1023) 

<400> 54 



24 



atg tec ttg caa cca tec ate tec gta tea gaa atg gaa eca aat gge 
Met Ser Leu Gin Pro Ser lie Ser Val Ser Glu Met Glu Pro Asn Gly 



acc ttc age aat aac aae age agg aac tgc aca att gaa aae tte aag 
Thr Phe Ser Asn Asn Asn Ser Arg Asn Cys Thr lie Glu Asn- Phe Lys 



aga gaa ttt ttc cca att gta tat ctg ata ata ttt ttc tgg gga gtc 
Arg Glu Phe Phe Pro lie Val Tyr Leu lie lie Phe Phe Trp Gly Val 



ttg gga aat ggg ttg tec ata tat gtt ttc ctg cag cct tat aag aag 
Leu Gly Asn Gly Leu Ser lie Tyr Val Phe Leu Gin Pro Tyr Lys Lys 



tec aca tct gtg aac gtt ttc atg eta aat ctg gee att tea gat etc 

Ser Thr Ser Val Asn Val Phe Met Leu Asn Leu Ala lie Ser Asp Leu 
...p 70 75 80 

'^islrtg tte ata age aeg ctt cec ttc agg get gac tat tat ctt aga gge 

^itieu Phe lie Ser Thr Leu Pro Phe Arg Ala Asp Tyr Tyr Leu Arg Gly 



fUce aat tgg ata ttt gga gac ctg gee tgc agg att atg tct tat tee 

fger Asn Trp lie Phe Gly Asp Leu Ala Cys Arg lie Met Ser Tyr Ser 

i|? 100 105 110 

!'ttg tat gtc aac atg tac age agt att tat ttc ctg acc gtg ctg agt 

fCeu Tyr Val Asn Met Tyr Ser Ser lie Tyr Phe Leu Thr Val- Leu Ser 

1=^ 115 120 125 

fgtt gtg cgt ttc ctg gea atg gtt eac ecc ttt egg ctt ctg cat gtc 

■^■pLl Val Arg Phe Leu Ala Met Val His Pro Phe Arg Leu Leu His Val 

ill 130 135 140 

acc age ate agg agt gee tgg ate etc tgt ggg ate ata tgg ate ctt 

Thr Ser lie Arg Ser Ala Trp lie Leu Cys Gly lie lie Trp lie Leu 
145 150 155 160 

ate atg get tee tea ata atg etc ctg gac agt gge tct gag cag aac 

lie Met Ala Ser Ser lie Met Leu Leu Asp Ser Gly Ser Glu Gin Asn 
165 170 175 

gge agt gtc aca tea tgc tta gag ctg aat etc tat aaa att get aag 

Gly Ser Val Thr Ser Cys Leu Glu Leu Asn Leu Tyr Lys lie Ala Lys 

180 185 190 

ctg cag acc atg aae tat att gee ttg gtg gtg gge tgc ctg ctg cca 

Leu Gin Thr Met Asn Tyr lie Ala Leu Val Val Gly Cys Leu Leu Pro 

195 200 205 

ttt ttc aca etc age ate tgt tat ctg ctg ate att egg gtt ctg tta 

Phe Phe Thr Leu Ser lie Cys Tyr Leu Leu lie lie Arg Val Leu Leu 

210 215 220 

aaa gtg gag gtc eca gaa teg ggg ctg egg gtt tct eac agg aag gca 



25 



Lys Val Glu Val Pro Glu Ser Gly Leu Arg Val Ser His Arg Lys Ala 
225 230 235 240 

ctg acc acc ate ate ate aec ttg ate ate ttc tte ttg tgt ttc ctg 
Leu Thr Thr lie lie lie Thr Leu lie lie Phe Phe Leu Cys Phe Leu 
245 250 ^ 255 

ccc tat cac aca ctg agg acc gtc cac ttg acg aca tgg aaa gtg ggt 
Pro Tyr His Thr Leu Arg Thr Val His Leu Thr Thr Trp Lys Val Gly 
260 265 270 

tta tgc aaa gac aga ctg cat aaa get ttg gtt ate aca ctg gee ttg 
Leu Cys Lys Asp Arg Leu His Lys Ala Leu Val lie Thr Leu Ala Leu 
275 280 285 

gca gca gcc aat gcc tgc ttc aat cct ctg etc tat tac ttt get ggg 
Ala Ala Ala Asn Ala Cys Phe Asn Pro Leu Leu Tyr Tyr Phe Ala Gly 
290 295 300 

''dag aat ttt aag gac aga eta aag tct gca etc aga aaa gge eat cea 
''Wlu Asn Phe Lys Asp Arg Leu Lys Ser Ala Leu Arg Lys Gly His Pro 
%kl5 310 315 320 

\Q 

|ekg aag gca aag aca aag tgt gtt ttc cet gtt agt gtg tgg ttg aga 

pin Lys Ala Lys Thr Lys Cys Val Phe Pro Val Ser Val Trp Leu Arg 

iy . 325 330 335 

m 

aag gaa aca aga gta taa 
Lys Glu Thr Arg Val 
340 



42fl0> 55 

42ll> 341 

42-1 2 > PRT 

<213> Homo sapiens 

<400> 55 

Met Ser Leu Gin Pro Ser lie Ser Val Ser Glu Met Glu Pro Asn Gly 
1 5 10 .15 

Thr Phe Ser Asn Asn Asn Ser Arg Asn Cys Thr lie Glu Asn Phe Lys 
20 25 30 

Arg Glu Phe Phe Pro lie Val Tyr Leu lie lie Phe Phe Trp Gly Val 
35 40 45 

Leu Gly Asn Gly Leu Ser lie Tyr Val Phe Leu Gin Pro Tyr Lys Lys 
50 55 60 

Ser Thr Ser Val Asn Val Phe Met Leu Asn Leu Ala lie Ser Asp Leu 
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# 



Leu Phe lie Ser Thr Leu Pro Phe Arg Ala Asp Tyr Tyr Leu Arg Gly 



Ser Asn Trp lie Phe Gly Asp Leu Ala Cys Arg lie Met Ser Tyr Ser 
100 105 110 



Leu Tyr Val Asn Met Tyr Ser Ser lie Tyr Phe Leu Thr Val Leu Ser 
115 120 125 



Val Val Arg Phe Leu Ala Met Val His Pro Phe Arg Leu Leu His Val 
130 135 140 



^Thr Ser lie Arg Ser Ala Trp lie Leu Cys Gly lie lie Trp lie Leu 
'^145 150 155 160 



■,lle Met Ala Ser Ser lie Met Leu Leu Asp Ser Gly Ser Glu Gin Asn 
165 170 175 



:&ly Ser Val Thr Ser Cys Leu Glu Leu Asn Leu Tyr Lys lie Ala Lys 
180 185 190 



asfeu Gin Thr Met Asn Tyr lie Ala Leu Val Val Gly Cys Leu Leu Pro 
>« 195 200 205 



Phe Phe Thr Leu Ser lie Cys Tyr Leu Leu lie lie Arg Val Leu Leu 
■ " 210 215 220 



Lys Val Glu Val Pro Glu Ser Gly Leu Arg Val Ser His Arg Lys Ala 
225 230 235 240 



Leu Thr Thr lie lie lie Thr Leu lie lie Phe Phe Leu Cys Phe Leu 
245 250 255 



Pro Tyr His Thr Leu Arg Thr Val His Leu Thr Thr Trp Lys Val Gly 
260 265 270 



Leu Cys Lys Asp Arg Leu His Lys Ala Leu Val lie Thr Leu Ala Leu 
275 280 285 



Ala Ala Ala Asn Ala Cys Phe Asn Pro Leu Leu Tyr Tyr Phe Ala Gly 
290 295 300 
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Glu Asn Phe Lys Asp Arg Leu Lys Ser Ala Leu Arg Lys Gly His Pro 
305 310 315 320 



Gin Lys Ala Lys Thr Lys Cys Val Phe Pro Val Ser Val Trp Leu Arg 
325 330 335 



Lys Glu Thr Arg Val 
340 



''She Leu Gin Pro Tyr Lys Lys Ser Thr Ser Val Asn Val Phe 



<210> 


56 


<211> 


14 


<212> 


PRT 


<213> 


Homo 


j.»|4 00> 


56 


''She Leu Gin 










i'e210> 


57 


i'il2ii> 


11 




PRT 


i|Fi3> 


Homo 


|<^100> 


57 


^Val Ser Val 




58 


|!?211> 


14 


<212> 


PRT 


<213> 


Homo 


<400> 


58 


lie Met Leu 


1 




<210> 


59 


<211> 


14 


<212> 


PRT 


<213> 


Homo 


<400> 


59 


Asn Gly Ser 


1 




<210> 


60 


<211> 


15 


<212> 


PRT 


<213> 


Homo 
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<400> 


60 


Met Glu Pro 


1 




' <210> 


61 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> • 


61 


He He Phe 


1 




<210> 


62 




16 


0:212> 


PRT 




Homo 


=.f5c400> 


62 


=3 Phe Trp Gly 


i 




^»^l:210> 


63 


^ <211> 


16 


K212> 


PRT 


h^213> 


Homo 


|fk400> 


63 


Q 




= Met Leu Leu 






<210> 


64 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


64 


Gly Ser Glu 


1 




<210> 


65 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


65 



Glu Val Pro Glu Ser Gly Leu Arg Val Ser His Arg Lys Ala Leu Thr 



29 



<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 66 

Phe Leu Gin Pro Tyr Lys Lys Ser Thr Ser Val Asn Val Phe 
15 10 

<210> 67 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 67 

Val Ser Val Trp Leu Arg Lys Glu Thr Arg Val 

^^J<210> 68 

^211> 14 

'%li<212> PRT 

==^213 > Homo sapiens 

rij 

f|k400> 68 

''Leu Gin Pro Ser lie Ser Val Ser Glu Met Glu Pro Asn Gly 
5 10 

f"<210> 69 

■?°^<211> 14 

Cm<212> PRT 

C=k213> Homo sapiens 

<400> 69 

Pro Ser lie Ser Val Ser Glu Met Glu Pro Asn Gly Thr Phe 
15 10 

<210> 70 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 70 

lie Met Leu Leu Asp Ser Gly Ser Glu Gin Asn Gly Ser Val 



<210> 71 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 71 



Asn Gly Ser Val Thr Ser Cys Leu Glu Leu Asn Leu Tyr Lys 



<210> 72 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 72 

Met Glu Pro Asn Gly Thr Phe Ser Asn Asn Asn Ser Arg Asn Cys 
15 10 15 

<210> 73 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<40D> 73 

-iSle lie Phe Phe Trp Gly Val Leu Gly Asn Gly Leu Ser lie Tyr Val 
^1 5 10 15 

^0 

H210> 74 

r|l211> 16 

jr||212> PRT 

£|>«213> Homo sapiens 



■'Pile Trp Gly Val Leu Gly Asn Gly Leu Ser lie Tyr Val Phe Leu Gin 
M 5 10 15 

m 

|:3210> 75 

|^211> 16 

' <212> PRT 

<213> Homo sapiens 

<400> 75 

Met Leu Leu Asp Ser Gly Ser Glu Gin Asn Gly Ser Val Thr Ser Cys 
15 10 15 

<210> 76 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 76 

Gly Ser Glu Gin Asn Gly Ser Val Thr Ser Cys Leu Glu Leu Asn Leu 



<210> 77 

<211> 16 

<212> PRT 

<213> Homo sapiens 



31 



4 



ft 



<400> 77 

Glu Val Pro Glu Ser Gly Leu Arg Val Ser His Arg Lys Ala Leu Thr 
15 10 15 



<210> 


78 


<211> 


36 


<212> 


DNA 


<213> 


Homo sapiens 


<400> 


78 


ccgctagcgc atggaaaatg gcaccttcag caataa 


<210> 


79 


<211> 


37 


<212> 


DNA 


<213> 


Homo sapiens 


Ci 

,<,4 00> 


79 


li^ggcggccgc ttatactctt gtttcctttc tcaacca 


fe210> 


80 


Il2ll> 


99 


mi2> 


DNA 


|f?13> 


artificial 


i?20> 




k223> 


Peptide library random oligo. 


^20> 




iEp2i> 


raise feature 


1322 > 


(25) . . (83) 


|e^23> 


wherein "n" equals A, G, C, or T 


<220> 




<221> 


raise feature 


<222> 


(27) . . (84) 


<223> 


wherein "b" equals G, C, or T 



<400> 80 

cgaagcgtaa gggcccagcc ggccnnbnnb nnbnnbnnbn nbnnbnnbnn bnnbnnbnnb 60 
nnbnnbnnbn nbnnbnnbnn bnnbccgggt ccgggcggc 99 



<210> 81 

<211> 95 

<212> DNA 

<213> artificial 

<220> 

<223> Peptide library random oligo. 
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4 



<220> 

<221> misc_f eature 

<222> (22) . . (80) 

<223> wherein "n" equals A, G, C, or T 



<220> 

<221> misc_feature 

<222> (21) . . (78) 

<223> wherein "n" equals C, A, or G. 



<400> 81 

aaaaggaaaa aagcggccgc vnnvnnvnnv nnvnnvnnvn nvnnvnnvnn vnnvnnvnnv 
nnvnnvnnvn nvnnvnnvnn gccgcccgga cccgg 



rij 
111 
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